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Abstract: Akkermansia muciniphila was considered as the next generation probiotics, the abundance of which

in the host is negatively correlated with colitis, diabetes, obesity, atherosclerosis and many other diseases. This

paper summarized the research progress on basic physiological characteristics, biological activities, and

functional proteins of A. muciniphila, and its ability to metabolize human milk oligosaccharides and the effects

of metabolites on infant intestinal microbiota. The characteristics and physiological functions of outer membrane

protein Amuc_1100 were also described here. This review provided a theoretical basis for further exploring the

interaction mechanism among A. muciniphila and infant intestinal health.
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Fig.2 The main functional activities of A. muciniphila
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Fig.3 Schematic representation of Amuc_1100
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Fig4 Structures of the main HMOs in human milk
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